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WELCOME MESSAGE

What a pleasure it is to finally welcome you to the 315t Congress of the
International Society for Forensic Genetics (ISFG) in the beautiful
city of Montréal.

Over the past several months we have had the privilege of preparing
this gathering, which we hope will meet and even exceed your
expectations. | have been fortunate to work alongside a dedicated and
passionate team whose commitment has made this event possible. As
in our own field, collaboration is essential to achieving the best possible
results, and | am immensely proud of what we have accomplished
TOGETHER. My sincerest thanks to the ISFG board members, the local
organizing committee and many precious colleagues for supporting us.

Throughout the congress, you will have the opportunity to exchange
knowledge and learn about the latest advances from leading figures.
We are also honoured to welcome internationally renowned speakers
and specialists who will share their expertise and insights. Every
aspect of the program has been carefully designed to make your
experience both memorable and rewarding. From poster sessions and
exhibitor booths to the many oral presentations, there will be countless
opportunities to discover new ideas, engage in meaningful discussions,
and be inspired.

Whether your goal is to strengthen professional relationships with
colleagues, establish new collaborations, or simply enjoy the many
attractions that Montréal has to offer, we have worked hard to ensure
that your stay is both productive and enjoyable.

This congress would not be possible without our sponsors and you—
our attendees. Thank you once again for joining us. We hope you enjoy
every moment and that our city will leave you with lasting memories.

Diane Séguin, M.Sc.

President

315t Congress of the International Society for Forensic Genetics
General Manager, Biology/DNA, LSJML



© Promega

Less Stutter. Faster Analysis.
More Cases Solved.

Paradyme™ 27GY STR System

Interpret mixtures confidently with
reduced-stutter polymerase.

The Paradyme™ 27GY STR System is a novel
eight-color STR chemistry that incorporates
our Reduced-Stutter Polymerase (RSP) to
substantially minimize stutter artifacts.

Learn more and see the data:

promega.com/paradyme27GY




PROGRAM SUMMARY (PRE-CONGRESS WORKSHOPS)

MONDAY, AUGUST 17™

Morning 8:30-12:30

Bonaventure: Forensic Mitochondrial DNA Analysis in the MPS Era
Speakers: Walther Parson and Charla Marshall

St-Laurent 8: Disaster Victim Identification: DNA matching and statistical analysis by using

Familias software
Speakers: Loudes Prieto and Laura Catelli

Afternoon 14:00-18:00

Bonaventure: Progress Accomplished and Emerging Ethical Challenges in Forensic Genetics
Speakers: Martin Zieger, Maria Eugenia D’Amato, Vanesssa Lynch and Nathan Scudder

St-Laurent 8: Non-Human DNA in Forensic Investigations
Speakers: Adrian Linacre, Nadja Morf and Martina Unterlander

All day long 8:30-18:00

Salon Ville-Marie: Forensic Investigative Genetic Genealogy
Speakers: Andreas Tillmar and Daniel Kling

Outremont 1: DNA Mixture Interpretation: Practical Use of EuroForMix and DNAStatistX
Speakers: Jyvind Bleka, Peter Gill and Corina Benschop

10:30-11:00 Coffee Break
12:30-14:00 Lunch Break (lunch included for all day long workshops attendees only)
15:30-16:00 Coffee Break


https://isfg2026.ca/program/pre-congress-workshops#c90
https://isfg2026.ca/program/pre-congress-workshops#c91
https://isfg2026.ca/program/pre-congress-workshops#c91
https://isfg2026.ca/program/pre-congress-workshops#c93
https://isfg2026.ca/program/pre-congress-workshops#c94
https://isfg2026.ca/program/pre-congress-workshops#c96
https://isfg2026.ca/program/pre-congress-workshops#c97

ThermoFisher
SCIENTIFIC

Fully automated extraction,
including differentials*

Introducing the
Applied Biosystems™ PrepStudio™
Express DNA Extraction System

Load your samples, walk away, and return to purified DNA
fractions ready for downstream analysis.

* Yeah, you heard that right.

Learn more at

For Research, Forensic, or Paternity Use Only. Not for use in di i This image was using Al
© 2026 Thermo Fisher Scientific Inc. All rights reserved. All trademarks are the property of Thermo Fisher Scientific and its subsidiaries unless otherwise specified

PTA-15164497 0726




PROGRAM SUMMARY (PRE-CONGRESS WORKSHOPS)

TUESDAY, AUGUST 18™

Morning 8:30-12:30

Bonaventure: Y-chromosome: Analysis and Interpretation
Speakers: Sofie Claerhout and Arwin Ralf

St-Laurent 8: Ancestry and Biogeographic Analyses in Population and Forensic Genetics
Speakers: Vania Pereira and Leonor Gusmao

Afternoon 14:00-18:00

Bonaventure: Forensic Age Estimation Using DNA Methylation
Speakers: Ana Freire-Aradas and David Ballard

St-Laurent 8: Appearance Prediction for Forensic DNA Phenotyping
Speakers: Manfred Kayser and Susan Walsh

All day long 8:30-18:00

Salon Ville-Marie: Pedigree Analysis and Relatedness Inference
Speakers: Thore Egeland and Magnus Vigeland

Outremont 1: Bioinformatics MPS: Basic and Advanced
Speakers: Jerry Hoogenboom and Jonathan King

Evening 19:00-22:00

Montréal Ballroom

19:00-19:45 Opening Remarks and Opening Ceremony

19:45-20:30 DNA TPPR Dynamics and Impacts: The Continuing Story of a Touchy Subject
Speaker: Roland van Oorschot (Australia)

20:30-22:00 Welcome Cocktail

10:30-11:00 Coffee Break
12:30-14:00 Lunch Break (lunch included for all day long workshops attendees only)
15:30-16:00 Coffee Break


https://isfg2026.ca/program/pre-congress-workshops#c99
https://isfg2026.ca/program/pre-congress-workshops#c100
https://isfg2026.ca/program/pre-congress-workshops#c102
https://isfg2026.ca/program/pre-congress-workshops#c103
https://isfg2026.ca/program/pre-congress-workshops#c105
https://isfg2026.ca/program/pre-congress-workshops#c106
https://isfg2026.ca/program/congress-program/conference?tx_congres_pi_principal%5Baction%5D=show&tx_congres_pi_principal%5Bcontroller%5D=Items&tx_congres_pi_principal%5Bitem%5D=115&cHash=9357fc0bed4cc81a5085d4a0b693bcd2

PROGRAM SUMMARY

WEDNESDAY, AUGUST 19™

08:30-10:15 Montréal Ballroom | Activity Level Evaluation & Special Cases
Chairpersons: Dr. John Butler & Diane Séguin (LSJML)

0-01 Peter Gill (Norway)

A Hierarchical BaYESian Framework for Activity-Level DNA Interpretation Across Laboratories,
Multiple Stains, and Contributors

0-02 Todd Bille (USA)
Reproducibility of Activity Level Reporting in Forensic DNA Analysis:
A Multi-Laboratory Validation Study

0-03 Sofie Bergstrand (Sweden)
DNA Deposition Patterns on Handguns Following Different Scenarios

0-04 Elénore Gagnon (Canada)
Beyond Source Attribution: Evaluating Activity-Level DNA Interpretation in Firearm-Related Cases

0-05 Kathrin Broderius (Germany)
Methods Matter: On the Impact of Non-transferential Variables on Reported Data of Studies on
Nucleic Acid Transfer, Prevalence, Persistence and Recovery (TPPR)

0-06 Janet Stacey (New Zealand)
Assessing the Data Available for Activity-Level Evaluations

Discussion
10:15-11:30 St-Laurent | Coffee Break | Poster Sessions & Exhibitors’ Showcase

11:30-12:45 Montréal Ballroom | Activity Level Evaluation & Special Cases

0-07 Séverine Nozownik (Switzerland)
Multisite Comparison of DNA Recovery from Clothing Using Swab or Tape in a Mock Assault Study

0-08 Xiaoyang Li (Singapore)
Assessment of DNA Transfer on Stretch Film Used as Packaging Material in lllicit Drug Trafficking
Cases: A Simulation Study

0-09 Marta Diepenbroek (Germany)
Small Bones, Big Questions - Using Shotgun Sequencing to Solve a Historical Puzzle

0-10 Marie Allen (Sweden)
A Multi-disciplinary Approach to Investigate Individuals on the Warship Vasa

ISFG update Corina Benschop
ISFG Education and Training Initiatives for the FG community

8



PROGRAM SUMMARY

WEDNESDAY, AUGUST 19™ (CONTINUE)

12:45-14:15 Montréal Ballroom | Lunch Break
St-Laurent | Sponsors & Exhibitors’ Showcase

13:00-14:00 Salon Ville-Marie | PROMEGA Lunch Symposium (registered attendees only)

14:15-15:45 Montréal Ballroom | Phenotyping
Chairpersons: Prof. Dr. Walther Parson & Valérie Clermont-Beaudoin

K-1 Wojciech Branicki (Poland) | Plenary Lecture
Advances in DNA Phenotyping and Epigenetic Profiling for Forensic Human Identification

0-11 Monica Giuffrida (Denmark)
EpiDirect®-Clock: a Rapid, Cost-Efficient, Bisulfite-free, Real-time PCR Based Age Prediction Tool
for Forensic Casework

0-12 Mafalda Silva (Spain)
Discovery of Novel Age Correlated CpG Sites in Bone Using Twist Human Methylome Panel (Twist
Bioscience)

0-13 Noemi Argiro (ltaly)
DNA Methylation Analysis in Aged Bloodstains: Age of Donor and Time since Deposition Estimation

15:45-16:45 St-Laurent | Coffee Break | Poster Sessions & Exhibitors’ Showcase

16:45-17:45 Montréal Ballroom | Phenotyping

0-14 Soobin Yang (South Korea)
COSA: a Consolidated Methylation-Based Prediction Panel for Tissue of Origin, Smoking Status, and
Chronological Age Using Amplicon-based Massively Parallel Sequencing

0-15 Manfred Kayser (Netherlands)
Nostrildamus: Predicting Nose Shape from DNA

0-16 Maria Wrdbel (Poland)
Validation of Candidate SNPs for Facial Morphology Using MeshMonk and Two Phenotyping
Strategies

0-17 Eduardo Avila (Brazil)
ltem Response Theory (IRT) as an Alternative to Multinomial Logistic Regression in Phenotypical
Traits Prediction

18:15-20:15 Various Rooms, see details on our website | Working Groups Meetings



PROGRAM SUMMARY

THURSDAY, AUGUST 20™

08:30-10:15 Montréal Ballroom | Human ID & FIGG
Chairpersons: Prof. Dr. Marielle Vennemann & Nicolas Tremblay (LSJML)

K-2 Chantal Frégeau (Canada) | Plenary Lecture
A Historical Perspective on Forensic DNA Typing Analysis in Canada

0-18 Francois-Xavier Laurent (France)
A Fast Fourier Transform-Based Dynamic Likelihood Ratio Framework for Controlling False Positives
in DNA Database Matching

0-19 Mikkel Meyer Andersen (Denmark)
Handling Asymmetric and Unknown Genotyping Error Probabilities in Shotgun Sequencing Evidence
Evaluation

0-20 Daniel Kling (Sweden)
A Novel Conditional Simulation Framework to Evaluate Low-Quality Sequencing Data in the Context
of Inference of Relationships

0-21 Athina Vidaki (Netherlands)
Long-Read Sequencing and Repeatome Profiling of Monozygotic Twins

10:15-11:30 St-Laurent | Coffee Break | Poster Sessions & Exhibitors’ Showcase

11:30-12:30 Montréal Ballroom | Human ID & FIGG

0-22 Kristina Fokias (Belgium)
Droplet Microfluidics Applied to Sexual Assault Casework: Integrated Encapsulation, Detection and
Sorting of Sperm Cells from Mixtures

0-23 Jeppe Dyrberg Andersen (Denmark)

A Comparative Study of Computational Tools for SNP-Based Human Identification in Low-Coverage
Whole Genome Sequencing Data: A study from the SNP-Based Forensic Identification Tools
(SNP-FIT) Consortium

0-24 Meradeth Snow (USA)
Ethical and Effective FIGG Strategies for Highly Degraded DNA and Small or Isolated Populations

ISFG update Hwan Young Lee
Highlights from the Language Speaking Working Groups



PROGRAM SUMMARY

THURSDAY, AUGUST 20™ (CONTINUE)

12:30-14:00 Montréal Ballroom | Lunch Break
St-Laurent | Sponsors & Exhibitors’ Showcase

12:45-13:45 Salon Ville-Marie | ThermoFisher Lunch Symposium (registered attendees only)

14:00-15:30 Montréal Ballroom | Human ID & FIGG
Chairpersons: Dr. Lourdes Prieto Solla & Tommy Harding (LSJML)

K-3 Christi Guerrini (USA) | Plenary Lecture
Investigating IGG: Ethics, Public Trust, and the Governance Frontier

0-25 Christian Siatka (France)
From Recreational Genomics to Forensic Intelligence: Al, Genetic Genealogy and the Future of
Human Identification

0-26 Kimberly Sturk-Andreaggi (USA)
Applying Forensic Investigative Genetic Genealogy to Historical Military Unknowns: Successes and
Challenges

0-27 Henrik Nordtorp (Norway)
Detailed Relationship Predictions for FIGG with Ibdrel

15:30-16:15 St-Laurent | Coffee Break | Exhibitors’ Showcase

16:15-17:15 Montréal Ballroom | Human ID & FIGG

0-28 James Morrow (Canada)
Using Autofluorescence Properties of Biological Samples to Determine Time Since Deposition

0-29 Martta Keskitalo (Finland)
Estimating Human Geolocation Using Persistent Human DNA Virus Sequences

0-30 Ingo Bastisch (Netherlands)
Hunting Phantoms: an Existing but Less Known Tool for Detecting Contamination

0-31 Nadia Pinto (Portugal)
De-CodeX: A GHEP-ISFG Effort for Unravelling X-Chromosome Recombination Models

18:00-20:00 Montréal Ballroom | ISFG General Assembly (members only)



PROGRAM SUMMARY

FRIDAY, AUGUST 21°T

08:30-10:15 Montréal Ballroom | Statistics and Interpretation
Chairpersons: Dr. Corina Benschop & Diana Polley (CFS forensic biologist and
former CSFS president)
K-4 Michael Marciano (USA) | Plenary Lecture
Evolution in Resolution: The Birth of Modern Single Sell Forensics
0-32 Vanessa van Ackeren (Switzerland)
Resolving Cellular Complexity in Forensic Samples through Single-Cell Transcriptomics with BD
RhapsodyTM
0-33 @yvind Bleka (Norway)
Scalable Deconvolution and Relatedness Inference in Whole-genome SNP Mixtures
0-34 Su Min Joo (South Korea)
Probabilistic Interpretation of DADA2-Denoised MH-MPS Data from Complex DNA Mixtures Using
EuroForMix
0-35 Ranran Zhang (China)
An Al-Driven Genome-Wide Microhaplotype Framework for Biogeographical Ancestry Inference in
Highly Degraded Forensic DNA

10:15-11:15 St-Laurent | Coffee Break | Poster Sessions & Exhibitors’ Showcase

11:15-12:45 Montréal Ballroom | Statistics and Interpretation

0-36 Caitlin McDonald (Australia)

Towards a Smart PCR Process: Using Machine Learning and gPCR to Produce Reliable Profiles from
Challenging Samples

0-37 Abel de Wit (Netherlands)

DNANet: Deep-Learning—Based Automated Allele Peak Detection in Forensic STR Electropherograms
Using Routine Casework Data

0-38 Daniel Myers (USA)

Unsupervised Machine Learning for STR Reference Sample Selection in STR Allele Frequency
Estimation

0-39 Duncan Taylor (Australia)

Investigating YSTR Clade Formation Age Arising from Genetic Drift When Using Discrete Laplace
Based Clustering

0-40 Hannah Kelly (New Zealand)

Likelihood Ratio Behaviour for Mixed and Low Template Y-STR Samples in the Haplotype-Centred
Method

0-41 Amke Caliebe (Germany)

A Novel Pedigree-based Approach to Calculating Y-STR Match Probabilities

12



PROGRAM SUMMARY

FRIDAY, AUGUST 215" (CONTINUE)

12:45-14:15 Montréal Ballroom | Lunch Break
St-Laurent | Sponsors & Exhibitors’ Showcase

13:00-14:00 Salon Ville-Marie | QIAGEN Young Investigator Award Lunch

(registered attendees only)

14:15-15:45 Montréal Ballroom | Population Genetics & Ethics
Chairpersons: Dr. Hwan Young Lee & Nancy Laurin (RCMP, NDDB, CODIS Director)

K-5 Leonor Gusmao (Brazil) | Plenary Lecture
The Role of Population Genetics in the Forensic Field: Advances and Current Challenges

0-42 Sofie Claerhout (Belgium)
Y to the Max: Expanding Y-STR and Y-SNP Resolution with CSYseq v2 for Forensic Applications

0-43 Valérie Clermont-Beaudoin (Canada)
Surname Search with Y-STRs: Building the Database and Solving Cases

0-44 Martin Zieger (Switzerland)
Y-STR Profiles and mtDNA Sequences: Can They Ever be Considered Anonymous?

15:45-16:00 St-Laurent | Coffee Break | Exhibitors’ Showcase

16:00-17:00 Montréal Ballroom | Body Fluid Identification

0-45 James Curran (New Zealand)
Probabilistic Modelling of RT-gPCR Data for Body Fluid Mixture Identification

0-46 Lydie Samie (Switzerland)
Low DNA Quantities in Intimate Forensic Swabs: Prevalence, Causes, and Measures for Quality
Improvement

0-47 Malika Dosmagambetova (Austria)
Semen-Centric Paradigm and Beyond: Practitioner Perspective on Sexual Assault DNA Workflows

0-48 Margreet van den Berge (Netherlands)
Quantitative Trait Loci as Indicators of Potential Susceptibility to Allele-specific Dropout for Forensic
RNA Markers

17:00 Montréal Ballroom | Closing remarks

20:00 St-Laurent | Gala Dinner ($)
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to Insight

Pave a clear
path to justice in
sexual violence

with EZ2 DNA
Investigator Sep&Prep Kit

« Distinct separation of sperm
and epithelial cells for
improved profile designation

o Quicker, easier and reliable

To learn more visit
[ www.qiagen.com/
SepAndPrepPoster
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P4 LabVantage’

EMPOWERING
THE FUTURE OF

FORENSICS

Al-POWERED LABORATORY INFORMATICS
FOR MODERN FORENSIC LABORATORIES

LabVantage delivers a next-generation laboratory informatics
platform designed to meet the evolving needs of forensic
labeorateories. Combining LIMS, ELN, LES, analytics, and
Al-powered LabVantage CORTEX™, our solutions streamline
DMA workflows, strengthen chain of custody, ensure data
integrity, and accelerate scientific decision-making.

From evidence intake through final reporting, LabVantage
enables secure, compliant, and scalable forensic operations
while helping laboratories transform complex data into
actionable intelligence.

Trusted technology. Intelligent insights.
Stronger outcomes.

2 | P | § | & o

DNA WORKFLOW CHAIN OF EVIDENCE & SAMPLE Al-POWERED ADVANCED DATA INTEGRITY
MANAGEMENT CUSTODY |} L CORTEX™ AMALYTICS & COMPLIANCE
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GENERAL INFORMATION

OPENING HOURS - REGISTRATION DESK

Retrieve your badge and the attendee’s kit during opening hours. We’ll be glad to help you if

you have any question!

Date

Monday, August 17t
Tuesday, August 18
Wednesday, August 19%
Thursday, August 20t
Friday, August 21+t

On duty
7:30-18:00
7:30-20:30
7:30-18:30
7:30-18:00
8:00-16:00

Exhibitors’ Showcase

8:00-17:00
8:00-17:00
8:00-16:00

SPEAKERS’ READY ROOM HOURS - WESTMOUNT 1

All invited speakers and presenting authors of abstracts selected for oral presentation

must check-in with their presentation on a USB Memory stick with our IT Team at the
Speakers’ Ready Room (Westmount 1) at least 3 hours before the session in which their
presentation is scheduled, or the day before if your presentation is scheduled early

morning the next day.

Date

Tuesday, August 18
Wednesday, August 19%
Thursday, August 20t
Friday, August 21st

Speakers’ Ready Room

16:00-20:30
7:30-18:15
7:30-18:00
8:00-15:00

POSTER SESSIONS

Wednesday, August 19" ‘ Thursday, August 20" ‘

10:15-11:30 Session 1
15:45-16:45 Session 2

10:15-11:30 Session 3

Friday, August 21st
10:15-11:15 Session 4




GENERAL INFORMATION

SCIENTIFIC SESSION TIMES

Wednesday, August 19t Thursday, August 20" Friday, August 21
8:30-10:15 8:30-10:15 8:30-10:15
11:30-12:45 11:30-12:30 11:15-12:45
14:15-15:45 14:00-15:30 14:15-15:45
16:45-17:45 16:15-17:15 16:00-17:00

COFFEE BREAKS AND LUNCH HOURS

Wednesday, August 19t Thursday, August 20" Friday, August 21st
10:15-11:30 Coffee Break 10:15-11:30 Coffee Break 10:15-11:15 Coffee Break

12:45-14:15 Lunch Break 12:30-14:00 Lunch Break 12:45-14:15 Lunch Break
13:00-14:00 Promega Lunch | 12:45-13:45 ThermoFisher 13:00-14:00 QIAGEN Young
Symposium Lunch Symposium Investigator Award Lunch

15:45-16:45 Coffee Break 15:30-16:15 Coffee Break 15:45-16:00 Coffee Break

SOCIAL EVENTS

Tuesday, August 18" Friday, August 21st

19:00-22:00 Opening Ceremony
and Welcome Cocktalil
At the Congress Venue (Montréal Ballroom)

20:00-23:00 Gala Dinner (ticketed)
At the Congress Venue (St-Laurent)

—
-~

[ ]
CONGRESS WIFI

Network: ISFG2026
Password: Congress2026



THANKS TO OUR SPONSORS

Booths 30-31

Promega serves human identity laboratories worldwide with

C Promega DNA analysis technology, implementation services, and expert

support to help laboratories solve more cases. Our Genetic

Identity portfolio spans extraction, quantification, amplification, and capillary electrophoresis,
including Maxwell® automated systems and Spectrum CE Systems. The new 8-dye
Paradyme™ 27GY STR System features Reduced-Stutter Polymerase (RSP) for faster and
more confident mixture interpretation. For samples that challenge CE analysis, IDseek® MPS
Kits provide complementary tools for the most demanding casework.

Booths 9-10

Th Fish ThermoFisher Scientific is the world leader in serving science.
ermorisner When forensic results mean the difference between innocent
SCIENTIFIC . . .
or guilty, authorities depend on accurate analysis. Through

our Applied Biosystems and Thermo Scientific brands, we offer an unmatched combination
of innovative technologies, purchasing convenience, and support. As a worldwide leader in
forensics, we deliver some of the most comprehensively validated products, expertise, and
application support available to the forensic science community. Reveal the truth hidden in
virtually any sample. For more information, visit www.thermofisher.com/hid

Booth 8

We provide Sample to Insights solutions to thousands of forensic

laboratories across the globe. QIAGEN HID empowers investigators, forensic
'.... scientists, aqd researchers with our gomprehensive po!'tfolio for every stgp
QIAGEN of the forensic DNA workflow, including sample collection, DNA purification,

automation, NGS library preparation assays, the MiSeq FGx Sequencing
System and analysis software. Our experts are steadfast in enabling identifications and
supporting our customers from crime scene to courtroom. Together, we are making
improvements in life possible.

LinkedIn https://www.linkedin.com/company/qgiagen-hid/posts
Web Page www.giagen.com/us/applications/human-identity-and-forensics



http://www.thermofisher.com/hid
 https://www.linkedin.com/company/qiagen-hid/posts
http://www.qiagen.com/us/applications/human-identity-and-forensics

THANKS TO OUR SPONSORS (CONTINUE)

Booth 6-7
« LabVantage delivers a next-generation laboratory informatics
Za LabVantage | | |

/ ) platform designed to meet the evolving needs of forensic
laboratories. Combining LIMS, ELN, LES, analytics, and
Al-powered LabVantage Cortex™, our solutions streamline DNA workflows, strengthen chain
of custody, ensure data integrity, and accelerate scientific decision-making. From evidence
intake through final reporting, LabVantage enables secure, compliant, and scalable forensic
operations while helping laboratories transform complex data into actionable intelligence.
Discover how intelligent informatics is shaping the future of forensic genetics.

Booth 21

BioSilicium is a software editor specialized in forensic quality
BIOSILICIUM and traceability solutions. Its modular bs-LIMS® platform

manages the complete forensic workflow, from crime scene
evidence and chain of custody to laboratory analysis and national DNA database integration.
It supports genetic identification, forensic toxicology, medico-legal institutes, body donation
centers, and electronic quality management for ISO 17025. Complementing this, bs-SEAL®
provides expert statistical interpretation of genetic profiles, including kinship and complex
DNA mixtures. Together, they deliver an end-to-end digital ecosystem enhancing traceability,
data integrity, and operational efficiency.

PARTNERS

Booth 13
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PROGRAM AT A GLANCE

8:30

August 17, 2026

August 18", 2026 ‘

August 19", 2026

August 20", 2026

Keynote speaker
Chantal Frégeau
A Historical Perspective
on Forensic DNA Typing

Evolution in Resolution:

August 21+, 2026

Keynote speaker
Michael Marciano

the Birth of Modern

Analysis in Canada

Single Cell Forensics

AM Workshops Workshops
Activity Level .
Evaluation & Special Human ID & FIGG StatlStICS.&
Interpretation
Cases
Discussion
Poster Sponsors & Sponsors & Poster Sponsors &
Coffee Break EEESONRAN Exhibitors [EEEERRIN Exhibitors WEERS 8 Exhibitors
Activity Level i
Evaluation & Special Human ID & FIGG Statlstlcs.&
Interpretation
Cases
AM Workshops Workshops ISFG Update: ISFG ISFG Update: Highlights
Education and Training from the Language
Initiatives for the FG Speaking Working
Community Groups
. Lunch Sponsors & Lunch Sponsors & Lunch Sponsors &
Lunch Break (90 minutes) Symposium | Exhibitors |Symposium| Exhibitors |Symposium | Exhibitors
Keynote speaker
Wojciech Branicki Keynote speaker g spealfer
i i e . Leonor Gusméo
Advances in DNA Christi Guerrini .
. A X The Role of Population
Phenotyping and Investigating IGG: Ethics, . .
. § . - Genetics in the Forensic
PM Workshops Workshops Epigenetic Profiling for Public Trust, and the Field: Advances and
Forensic Human Governance Frontier '
L Current Challenges
Identification
. Population Genetics &
Phenotyping Human ID & FIGG Ethics
Poster Sponsors
Coffee Break X & Sponsors & Exhibitors Sponsors & Exhibitors
session 2 .
Exhibitors
. Body Fluid
PM Workshops Workshops Phenotyping Human ID & FIGG |dentification
Sponsors & Exhibitors Sponsors & Exhibitors Closing Ceremony
2 18:15
19:00 18:00

Opening Ceremony
Keynote Scientific Prize
Winner 2024,
Roland van Oorschot
DNA transfer,
persistence, prevalence,

Language Speaking
Group Meetings

and recovery

ISFG General Assembly

20:00

Gala Dinner




EXHIBITION FLOOR PLAN
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CONGRESS VENUE FLOOR PLAN

uuuuu
BG)NJ'\V'INIURF I |"§

e

SALON VILLE-MARIE

EEEEEEEE

I

/ ﬁ OFFICE, ]

HHHHH

EEEEEEEEE

H\ISCRIPTION;

S Ve SN S W S I

TS

Jv@ W e R S

T YT v 37 ¥ 777
| ST-LAURENT{ | | |
T T
P2 3145 161 7|
) oL

OUTREMONT7

4 J 5 | 6

FREEMAN AV

ENTREPOT

RECEIVING DEPARTMENT

]

A
MONTE-CHARGE/ MERCHANDISE ELEVATOR

STORAGE L 3
: ﬂ% ................
\
o

RECEPTION DES MARCHANDISES [ ----------------

SALLE DE BAL DE!
MONTREAL

Lt L

(o]




bs(Z LIMS

RIOSILICIUM @ :====

.
* Laboratory analysis & reporting

= National ONA databiase integration
* Genetic identification

DIGITAL SOLUTIONS FOR - N e s
FORENSIC EXCELLENCE - Geer ity g 50 7029

@ bs(Z)SEAL
BioSilicium delivers an ir i software ecosystem Expart statistical interpretation

that manages the entire forensic workflow with of genetic profiles, including

traceability, data integrity, and operational efficiency. :::'::;’.L‘:i’ ec s




SO THE iy,

AUGUST 17-212026

5. ISFG

_MONTREAL

N
\\\

%

Z

THERLN

iy,

/

Y

7p

\““\

XN

§



	Attendee’s Booklet 
	Access the Full congress program - QR code
	Welcome message
	Program Summary (Pre-Congress Workshops)
	Monday, August 17th
	Tuesday, August 18th 

	Program Summary
	Wednesday, August 19th
	Thursday, August 20th
	Friday, August 21st

	General Information
	Opening hours - Registration Desk 
	Speakers’ Ready Room Hours - Westmount 1  
	Poster Sessions
	Scientific Session times 
	Coffee Breaks and Lunch Hours 
	Social Events 

	Thanks to our Sponsors
	Promega
	ThermoFisher
	QIAGEN
	LabVantage
	BioSilicium
	Partners
	Montréal Business Events
	Gouvernement du Québec
	Elsevier


	Program at a Glance
	Exhibition Floor Plan 
	Congress Venue Floor Plan 
	31st Congress of the International Society for Forensic Genetics

